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New Operons Are
Not as Functionally Coherent
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New Operons of Non-HGT Genes
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(from McCue et al. 2002)
Only the first gene in predicted operons

Ratio Op/nOp

 Others: Thermoadaptation,
Coevolution

-
o
o

HGT non-HGT MNative ORFan

E. coliKI2

Only genes with footprints

Operons Sometimes Form When ORFans Insert
Life Cycle of an Operon
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